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AMENDMENTS TO THE CLAIMS 

This listing of claims will replace all prior versions and listings of claims in 
the application* 

1 . (Currently Amended) A method for amplifying exoh 2 and exon 3 or cxon 1 of 
HLA-A, HLA B or HLA C alleles separately in one reaction, comprising 
(a) hybridizing a forward or reverse primer to a locus-specific target sequence within 
an intron of the allele, wherein: 

* for the amplification of exon 2, the reverse primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of HLA- A, HLA B or HLA C 
and: 

- for the amplification of exon 3, die forward primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of HLA-A , HLA B or HLA C 
and/or the reverse primer specifically hybridizes to a locus-specific target 
sequence in intron 3 of HLA-A , HLA B or HLA - G ; 

for the amplification of e xon 4, th e forward prim e r op e oifioally hybridiz e s to 

a locus - sp e cific target s e qu e nce in intron 3 of HLA - A, HLA B or HLA C. 
wherein the locus-specific target sequence is situated at: 
position 67. 96, 109, 1 10. 118. 123. 131 or 181 of the HLA-A intron 2 sequence 
as defined bv SEP ID NO 315 and/or position 32. 50. 62, 73. 83. 86. 1 18, 130. 
150. 501. 525. 561 or 571 of the HLA-A intron 3 sequence as defined by SEP ID 
NO 444. wherein said position constitute the 3* end of the primer, and 
(b) amplifying exon 2 and 3 under conditions suitable to obtain an amplified 
product. 

2-3. (Cancelled) 

4. (Currently Amended) The method according to claim 3- \ wherein the primer is 
selected from the group consisting of: 
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- for the amplification of exon 2 of HLA-A (table 1) : 

5 ' ATCTCGG ACCCGGAGACTGT3 ' (SEQ ID NO 1) 
5 * G ATCTCGGACCCGGAGACTGT3 * (SEQ ID NO 2) 
5 'GGATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 3) 
5 ' YGG ATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 4) 
5'GYGGATCTCGGACCCGGAGACTGT3' (SEQ ID NO 5) 
5'GGYGUATCTCGGACCCGGAGACTGT3' (SEQ ID NO 6) 
5 'GGTCTCGGRGTCCCGCGGCT3' (SEQ ID NO 7) 
5 'GGGTCTCGGRGTCCCGCGGCT3' (SEQ ID NO 8) 
5 ' AGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 9) 
5 ' AAGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 10) 
5 'C AAGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 1 1) 
5 'CTCCCGGGDCAAGGGTCTCG3 ' (SEQ ID NO 12) 
5TCTCCCGGGDCAAGGGTCTCG3' (SEQ ID NO 13) 
5'CTCTCCCGGGDCAAGGGTCTCG3' (SEQ ID NO 14) 
5 'CCTCTCCCGGGDCAAGGGTCTCG3 ' (SEQ ID NO 15) 
5 'GCCTCTCCCGGGDC AAGGGTCTCG3 ' (SEQ ID NO 16) 
5'GGCCTCTCCCGGGDCAAGGGTCTCG3' (SEQ ID NO 17) 
5 'TCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 18) 
5 'CTCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 19) 
5'CCTCTCCCGGGDCAAGGGTCTC3' (SEQ ID NO 20) 
5 'GCCTCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 21) 
5 ' GGCCTCTCCCGGGDCAAGGGTCTC3 * (SEQ ID NO 22) 
5 'GGGCCTCTCCCGGGDCAAGGGTCTC3* (SEQ ID NO 23) 
5'CCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 30) 
5'GCCTGGGCCTCTCCCGGGDCA3* (SEQ ID NO 31) 
S'CGCCTGGGCCTCTCCCGGGDCAS' (SEQ ID NO 32) 
5'GCGCCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 33) 
5'GGCGXXTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 34) 
5 ' AGGCGCCTGGGCCTCTCCCGGGDC A3 ' (SEQ ID NO 35) 
S'AGGCGCCTGOGCCTCTCCCGS' (SEQ ID NO 36) 
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5'AAGGCGCCTGGGOCTCTCCCG3' (SEQ ID NO 37) 
5'WAAGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 38) 
5TWAAGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 39) 
5 'GTWAAGGCGCCTGGGCCTCTCCCG3 ' (SEQ ID NO 40) 
5 'GGTWAAGGCGCCTGGGCCTCTCCCG3 ' (SEQ ID NO 41 ) 
5 'CCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 42) 
5'ACCGGG 1 W AAGGCGCCTGGGC3' (SEQ ID NO 43) 
5 ' AACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 44) 
5 ' AAACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 45) 
5 'GAAACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 46) 
5TGAAACCGGGWAAGGCGCCTGGGC3' (SEQ ID NO 47) 
S'TCCVGCCCCGACCAACCYGGS' (SEQ ID NO 48) 
5'GYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 49) 
S'YGYCCVGCCCCGACCAACCYGGS* (SEQ ID NO 50) 
5'CYGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 51) 
5'CCYGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 52) 
5'CCCYGYCCVGCCOCGACCAACCYGG3' (SEQ ID NO 53) 

- for the amplification of exon 3 of HLA-A (table 2; table 3) : 
5'CGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 54) 
5 ' ACGG ACGGGCCRGGTSRCCC A3 * (SEQ ID NO 55) 
5 'CACGGACGGGCCRGGTSRCCCA3 ' (SEQ ID NO 56) 
5'CCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 57) 
5'CCCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 58) 
5'CCCCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 59) 
5 ' GGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 60) 
5 ' GGGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 61) 
5'CGGGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 62) 
5'CCGGGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 63) 
5TCCGGGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 64) 
5'CTCCGGGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 65) 
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5'CCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 66) 
5'RCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 67) 
5'CRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 68) 
5'CCRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 69) 
5TCCRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 70) 
5*ATCCRCCCCGAAGCCGCGGGACYCC3' (SEQ ED NO 71) 
5 'CCCGA AGCCGCGGGAC YCCG3 ' (SEQ ID NO 72) 
5'CCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 73) 
5'RCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 74) 
5 , CRCCCCGAAGCCGCGGGACYCCG3 > (SEQ ID NO 75) 
5'CCRCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 76) 
5TCCRCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 77) 
5'CGCGGGACYCCGAGACCCTT3' (SEQ ID NO 84) 
5'CCGCGGGACYCCGAGACCCnT (SEQ ID NO 85) 
5'GCCGCGGGACYCCGAGACCCTT3 ' (SEQ ID NO 86) 
S'AGCCGCGGGACYCCGAGACCCTT3 ' (SEQ ID NO 87) 
5' AAGCCGCGGGACYCCGAGACCCTT3 ' (SEQ ID NO 88) 
5'GAAGCCGCGGGACYCCGAGACCCnT (SEQ ID NO 89) 
5'GACYCCGAGACCCTTGDCCC3' (SEQ ID NO 90) 
S'GGACYCCGAGACCCTTGDCCCS' (SEQ ID NO 91) 
5 'GGGAC YCCGAGACCCTTGDCCC3 ' (SEQ ID NO 92) 
S'CGGGACYCCGAGACCCTTGDCCCS' (SEQ ID NO 93) 
S'GCGGGACYCCGAGACCCTTGDCCCr (SEQ ID NO 94) 
5'CGCGGGACYCCGAGACCCTTGDCCC3' (SEQ ID NO 95) 
5'GACCCTTGDCCCGGGAGAGG3' (SEQ ID NO 96) 
5'AGACCCTTGDCCCGGGAGAGG3' (SEQ ID NO 97) 
5'GAGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 98) 
5'CGAGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 99) 
5'CCGAGACCCTTGDCCCGGGAGAGG3' (SEQ ID NO 100) 
5'YCCGAGACCCTTGDCCCGGGAGAGG3' (SEQ ID NO 101) 
5'GTTTAGGCCA AAAATCCCCC3' (SEQ ID NO 102) 
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5 ' AGTTTAGGCCAAAAATCCCCC3 ' (SEQ ID NO 103) 
5 'C AGTTTAGGCC AAAAATCCCCC3 ' (SEQ ID NO 104) 
5 'TCAGTTTAGGCCA AA AATCCCCC3' (SEQ ID NO 105) 
5'TTCAGTTTAGGCCAAAAATCCCCC3 ' (SEQ ID NO 106) 
5'TTTCAGTTTAGGCCAAAAATCCCCC3' (SEQ ID NO 107) 
5' AGCCCGGG AGATCTAYAGGC3 ' (SEQ ID NO 150) 
5 'C AGCCCGGGAGATCTAY AGG C3 ' (SEQ ID NO 15!) 
5 ' CC AGCCCGGG AG ATCTAYAGGC3 ' (SEQ ID NO 152) 
5'GCCAGCCCGGGAGATCTAYAGGC3 ' (SEQ ID NO 153) 
5'GGCCAGCCCGGGAGATCTAYAGGC3 ' (SEQ ID NO 154) 
5 ' AGGCCAGCCCGGG AG ATCTA Y AGGC3 * (SEQ ID NO 155) 
5XCCTCCTTGTGGGAGGCCAG3' (SEQ ID NO 156) 
5'CCCCTCCTTGTGGGAGGCCAG3 > (SEQ ID NO 157) 
5TCCCCTCCTTGTGGGAGGCCAG3' (SEQ ID NO 158) 
5'CTCCCCTCCTTGTGGGAGGCCAG3' (SEQ ID NO 159) 
5'TCTCCCCTCCTTGTGGG AGGCC AG3 ' (SEQ ID NO 160) 
5 'GTCTCCCCTCCTTGTGGG AGGCCAG3 ' (SEQ ID NO 161) 
5'CCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 162) 
5TCCCAAWTGTCTCCCCTCCTT3 ' (SEQ ID NO 163) 
5 , GTCCCAAWTGTCTCCCCTCCTT3 > (SEQ ID NO 164) 
5'GGTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 165) 
S'TGGTCCCAAWTGTCTCCCCTCCTIT (SEQ ID NO 166) 
5'TTGGTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 167) 
5'CTAGTGTTGGTCCCAAWTGT3 * (SEQ ID NO 168) 
5'TCTAGTGTTGGTCCCAAWTGT3' (SEQ ID NO 169) 
5'TTCTAGTGTTGGTCCCAAWTGT3' (SEQ ID NO 170) 
5' ATTCTAGTGTTGGTCCCAAWTGT3 ' (SEQ ID NO 171) 
5'TATTCTAGTGTTGGTCCCAAWTGT3 ' (SEQ ID NO 172) 
5'ATATTCTAGTGTTGGTCCCAAWTGT3' (SEQ ID NO 173) 
5 ' GGG YG ATATTCTAGTGTTGG3 ' (SEQ ID NO 174) 
5' AGGG YGATATTCTAGTGTTGG3 ' (SEQ ID NO 175) 
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5 ' GAGGG YG ATATTCTAGTGTTGG3 ' (SEQ ID NO 176) 
5 'GGAGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 177) 
5'GGGAGGGYGATATTCTAGTGTTGG3' (SEQ ID NO 178) 
5 ' AGGGAGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 179) 
5*GGAGGGYGATATTCTAGTGT3' (SEQ ID NO 180) 
5'GGGAGGGYGATATTCTAGTGT3' (SEQ ID NO 181) 
5 ' AGGGAGGG YGATATTCT AGTGT3 ' (SEQ ID NO 182) 
5'GAGGGAGGGYGATATTCTAGTGT3' (SEQ ID NO 183) 
5'AGAGGGAGGGYGATATTCTAGTGT3' (SEQ ID NO 184) 
5'CAGAGGGAGGGYGATATTCTAGTGT3' (SEQ ID NO 185) 
5 'CCCAGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 186) 
S'ACCCAGGAGGAKTCCTCTCCCS' (SEQ ID NO 187) 
5' AACCCAGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 188) 
5' AAACCCAGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 189) 
5 'GAAACCC AGG AGGAKTCCTCTCCC3 ' (SEQ ID NO 190) 
5'GGAAACCC AGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 191) 
5 ' AGGATCTGG AA ACCC AGGAG3 ' (SEQ ID NO 192) 
5 'CAGGATCTGGAAACCCAGGAG3' (SEQ ID NO 193) 
5 ' AC AGG ATCTGGAAACCC AGGAG3 ' (SEQ ID NO 194) 
5 'T AC AGGATCTGGAAACCCAGG AG3 ' (SEQ ID NO 195) 
5 'GTAC AGGATCTGG AAACCCAGGAG3' (SEQ ID NO 196) 
5 'GGTAC AGG ATCTGGAAACCC AGGAG3' (SEQ ID NO 197) 
5'TCAGAGTCACTCTCTGGTAC3' (SEQ ID NO 198) 
5'CTCAGAGTCACTCTCTGGTAC3' (SEQ ID NO 199) 
5'CCTCAGAGTCACTCTCTGGTAC3' (SEQ ID NO 200) 
5'ACCTCAGAGTCACTCTCTGGTAC3 ' (SEQ ID NO 201) 
5'AACCTCAGAGTCACTCTCTGGTAC3' (SEQ ID NO 202) 
5'GA ACCTC AGAGTCACTCTCTGGTAC3 ' (SEQ ID NO 203^ 

for the amplification of e xon 4 of HLA A (tabl e 4 ): 

5•TTCTGTGCTCYCTTCCCCAT3 , (SEQ ID NO 201) 
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;- C1TCTOT r TrT r, ^ rTTrrrriVT:|,fcrQ m w 0 ? ns ) 
;- CCCTTrTHT r ' r,TrvrTTrrr ' rATr fC] ? 0 1 0 N ° ? f m 



;^CTCC GTT^T"■T r T^^^ rTTrrr ■ ^ ^ m, fCF0 Tn N O ^ 
:X CTOT CC Tr,T nn ■ * rt r r ^ r n T D N O ?/| ) 

. _ . . » /CPA TT~\ XT/"> 

rilGGTGTCCT'T"''" 1 11 tolJ ^ 1IU 1 ' 

rcftC GT G Tr P TnT^^ T ^ ^ rcco id wo 

;-ccc r .GG Tr , T -- T^^^^^ w f^ r omN O ^ ) 

:- T CCC R Gn T r, T-^^ ft ^ Tr ^ r ^ ro mNn ^ > 

rC T C OW Onrt flTTr^ »tk »rr fflEO IPN O ^ O ) 

rTC CTGOwnr. . 1 . " ^ ^ r fCEQ T D " n np) 

rR TGCTGGwrM^^^^^ ' -^^ ff]r o ""i n m ) 
rni T CC Tn n w^: nTrrrm «iTKAcr r r o ionp^d 
rci-R T GC Tn r. v/^r nwrrrrinj i iAcr r r e n n N O ?n ) 

;tctcc c ati;/ ^ » ^-mn^AA]' fcro T P NO ?17) 

:-CTGTC rC ATT r « ^ » r f>Tl?rMMAA3' C^Q ID NO 2m 
; * A C TGTC PP ATIIAC A G ftTP r MMAAT C ITQ T n J^ ^ 

rC CA G TOTt— * ^ " r «TPfAll . lA*T P TT Q T P N O ^1 ) 

f „ i lU u oi upl ifi i f "" nn 1 1 rnT A n ft n Wfl 5V 

r ACC CGC^ ^^ ^TTTTrrrrmr fCCO TO NO 10K ) 
3 \\ J \CCCGC G OGGA.TTTTGGC r TC3- (GCQI O N O 100 ) 

rc AA cecnr r.q^ * Trrrrrrmrr rc r o m n o n o) 

:-C C. ' U lCfT fi " n r T rr »TTTrnrxCTCr (TO T O NO 111 ) 

3>MCC^\cc r GCGGCC^TTTT o accTcr crr QT Ti wn IP ) 

.- CM CCA ^ — r rr » TTTTnf.CCTCT (TQ T O N O 1 1 V ) 
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YOMCCAACCCOCOOOGATnT fin CCTO 1 (TO T P N O 1 1 4 ) 



f u i die omplifkn t i u u u f m con 3 n fHLA D (i nh l n ft t nh lo 7)' 

rcYGGGqcGnA r rTr Arr > rTr T n N O 1 1 1 ) 

rCCYOGtKjC r ifV rmrurr > CTV fflF. O TP M O 1 1 S) 

^1^ 000 0 ^ ^ 70^/^'™' f^o thmo n < n 

5'GGCL'Y^j ' i' '*' "'' """" — ' • 

1 ccccc TGnn nrnnftn mTAr^ * ( gFn m Mn 1 m 
^'CCCCCCY Go nn r n c i ^nfiT r ' i ' ™* * rT1 ' '° rn TnT>] n 1 

ygeGGG TTTC ATTTTC A GTTG3 ' ( C EQ I D MO 1?0) 
J " A C CC GGTTT r t\ TTTTT A T TT^ "* ' MO nn 

j 1 ACCCGGTTT ^ ATTTT ^'l ^GTTG3 , (CrQ I D M O \r>) 

riTACC Co r . 1 1 1 , > i 11 Tr » rTTrr rnr n T n N O n ^ 

y^^Ge CGGTTTCATTTTCAGTTQr (^FQ ID NO 124) 
giffFFPAG C C G GTTTC A TTTTC AGTTG 3 ' (SCQIDNO 125) 

i. ll TTTjicrr nGTrrr a ttttt a r " rrr 1 * ^rn tmirnm 

l LCCTTT A Crr GGTTTrATTTT r ' f ° rn m * T O n ™ 

„ LLCGTTT- ^ rrr G G TTTr A TTTT^ » '-™"'»' ^™ ir> "° 
^ CC B l G G A O^rrA Tr ™ ^^ r rn m ™° 
^ TCCTic o G AO T x r ATr^^^ r rr ? n ™ 
;-CTCOTK G flAfin nr »Trrrrrrrr r^r o I D MO VD 
.TCTCG Ti : GG rin f i r r l M^ rrrriwyBn tonqv^ 

rcT T C T C GTC G Q a g ^at^^™™' rrrn Tn " ° ^ 

;•T CT C GTI ^GG■^G f;r^AT^ r '' , ' grn in ™° ^ n 
^ TTC T C GTI T.OAG ^r r AT^^' f™ n mMn<) ^ 
J CT TCT CG TC G G AG f i^r AT^^ 3 ' grn TP M O 

; -TC TTCT Cc n Tfi fi rtr Tfir r. *-^^^ r rr> Tr> ™ o 
;-YTC TT C T CC nrfifiArifi^rrt- rrrrrr rrrnrnw o ??v> 
;-CY Tcrr c T CG TK Gr ,Attr^ " Trrrrv rem in M O 7K) 

J 1 G ATCCC ATTTT rr TrYTCTT3 ' (CEQ T P MO ??7) 
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sTOATcccATTTrccTrvTcnT (Tj T Q id n o m) 

5'CTGATCCCAI 1 1 TCCTCVTrnT (SEQ TP NO *W) 
5 'GCTCATCCCATTTTCCTrYTCTn ' (SEQ IP NO 71 0 ) 
5 'CGCTGATCCC ATTTTCCTCYTCTT3 ' (SEQ T P N O 7*11) 
3'GCGCTGATCCCATTTTCCTCYTCTTr(^FQi n M O ?^) 
5'GCTOATCCCATTTTCCTCYT3' (SEQ ID N O 71?) 

5 ' G CGCTGATCCC ATTTTCCTC YT3 ' (SEQ ID M O 71S) 
5 ' AGCGCTGATCCC ATTTTCCTC YT3 ' (SEQ I D NO 746) 

:TACcqcTQ J * i T^r^ l *' rTTTr,f,T ^ rrr ^™ ID NQ 2 ^ 

5'CTAGCGCTGATCCCATTT^CCTCYT3 , (SEQ ID NO 318) 
5 'TCC ATTC AAG GG ACGGGG AC3 ' (SEQ ID N O 710) 
5'CTCCATTCAAGGGAGGGCGAC3' (GEQ I D N O 750) 
5TCTCCATTCAAGGGAGGGCGAC3' (CCQ ID NO 251) 
5 'TTCTCC ATTC i \ h nriri * rrrrrtCV ffl^O ID MO 252) 
Z ' ATTCTCC ATT ^ i * * ™ r * rrnrntCT (SCO ID NO 251) 
S'CATTCTCC^T"" * * ^ » rrrrr * rv rsCQ IP NQ 25 ^ 

for the amplifiootion of oicon 4 of HLu\ D (table 8): 

5 'AG ATTATCCC AGGTGCCTG C3 ' (SEQ ID NO 255) 
5 ' G AG ATTATCCC AG GTGCCTG C3 ' (SEQ T P NO 75 6 ) 
5'GG AGATTATCCCAGGTGCCTGC3 ' (SEQ I D N O 7 5 7) 
5' AGGAG ATTATCCCAGGTGCCTGC3 ' (SEQ ID NO 258) 
5'TAGGAGATTATCCCAGGTGCCTCC3' (SEQ ID NO 259) 
5' AT AGGAG ATTATCC C A GGTGCCTGC3 ' (SEQ ID NO 260) 
5 > TGTCCTGYCCATTCTC^GI;C3 , (SEQ ID N O 7 6 1) 
S 'GTGTCCT0YCCx\TTCTCAGKC3' (SEQ IP NO ^7) 
5 , GGTGTCCTGYCCATTCjTCAGK.C3' (SEQ ID NO 263) 
J'AGGTGT C CTGYC C ^TTCTCA^^'"^ f fr O Tr>Mr> ^ 
5XAGGTGTCCTGYCCATTCTCAGKC3' (SEQ ID NO 265) 
I ' CC AGGTGT C CTG YC C ATTCT^ i * f™n m MO ^ 
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:;TCACATGG'jT r PTrrTft fifiV (SEP ID NO 7 6 7) 

rCTCACATG^ nTrr,TrrTrtr ' fir fSEQ n>MO™*> 
rC CTCACATOr. mrrrrrT * mv fflEO ID NO ? 6 Q) 

rTGOTCACATG^ rTrnTrnTAGGr (SEO ID w0 270) 
S t CTGGTCACi\Tr^ fvrrfyTr - crT ^ Gcr fSgQ IP NO 271) 
rKCTCGTCAC j \' rrrrTrr ' TrrTAGCr (SEP ID NO 272) 

" " " uu " tuu/ v~~>< ' 

5TCCC\TCA P AGATGCMAA r, C3 t ( C EQIDNO?74) 
rCT C CCATOAtt > \r * Trru « ^nrv'fflBO ID NO 275) 
;TCTSCCATG AP * r ft ™™ f * * r ' rr rSCO TP NO 27 6 > 

j'CTCT S CCATfi^ " * r * ™ru* * nr r rsco id no 277) 
rccTGTsec.yrr . *" ^ty-tha u nc i* rsEQ id no ?7K) 

J 'CGGTGTSr T i M r » r * TnrMAAOCJ' f^Q ID NO 270) 

^'CTA^ttt rr n « m-mrpr n* rsr o id no 

;-TCWAWTTTriYV rrrrrrrr K V r<T O TP N O ?*1 ) 
rCTClVATmT™" * mrnr rr n V AT O I D NO 

r cctowa^tp^ * rTPTTrrr a r rvFO id no 283) 

rCCCTO^'AV i TTT^ * rrrrrrrr W f^f O I D NO ?M ) 
Z* CCCCTQV?AV'T™-r r a rTPTTPrr H V fSFQ ID NO 2E5) 

for tho omplifmation of ouou 2 u fHLA C (t nh lo 0)- 

rcTCCAG^' rnTrrrrrrf7TTr rcr n i n MO 
j'OOTCGAOQGTCTO onrn noTn^ (SfQ i d no i?t) 

:XCCTCGAtt^^ Trr ^ rrrrrrr ^ O IDNO 12?) 
;'CCCCTCGA f j^^ TrrifirrrrTTr fyF0 10 1110 129) 

rYCCOGTcqArr^^ r - firrr ' r ' n ™' r<?FQ id no no) 

:'CYCCGGTCj^ i rrrTrTr;r > r i rfiGGTTr < GC0 IPN0 ni> 
f u r tlio amplification of u wn 3 of IILA C (table 10)- 

rc c ccccP u\ GTrT^^^^' in no n?) 

yTGGCCCCRAGTCTCfSS O TCTT (GEQT D NQ W) 
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S'GTCGCCCCRAGTCTCCSSOTCTT (SEQ ID MO 131) 
S'GGTCGCCCCRAGTCTCCSSGTCTT (SEQ ID NO 135) 
S'GGGTCGCCCCRAGTCTCCSSGTdT (SEQ ID NO 136) 
S'CGGGTCGCCCCRAGTCTCCSSGTdT (SEQ ID NO 137) 
5'CGRCCGGRGAGAGCCCCAGT3 ' (SEQ ID NO 138) 
5 'TCGRCCGGRG AG AGCCCCAGT3 * (SEQ ID NO 130) 
5 •urCGRCCGCRG AGACCCCCAGT3 * ( SEQ ID NO HQ) 
5 ' CCTCGRCCGGRGAGAGCCCC AGT3 ' (SEQ ID NO HI) 
5 , CCCTCORCCGGRGAGAGCCCCAGT3 , (SEQ ID NO 142) 
5 ' ACCCTCGRCCGGRGAGAGCCCC AGT3 ' ( S EQ ID NO 143) 

for the amplification of oxon 4 of HLA C (table 11): 
5 ' GTGCCTGTGTCC AGGCTGGC3 ' (SEQ ID NO 2 8 6) 
5 'GGTGCCTGTGTCCAGGCTGGC3 ' (SEQ ID NO 287) 
5 ' AGGTGCCTGTGTCCAGGCTGGC3 ' (SEQ ID NO 2 88 ) 
5 'CAGGTGCCTGTGTGCAGGCTGGC3 ' ( S EQ ID NO 2 8 9) 
S , CCAGGTGCCTGTGTCCAGGCTGGC3 , (SEQ ID NO 290) 
5 'CCCAGGTGCCTGTGTCCAGGCTGGC3 ' (SEQ ID NO 291) 
5 TGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 292) 
5 > CTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 293) 
5 , GCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 294) 
5 , GGCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 295) 
5 'AGGCTGGCGTCTGGGTTCTGTGCCS ' (SEQ ID NO 296) 
5 'C AGGCTGGCGTCTGGGTTCTGTGCC3 * (SEQ ID NO 297) 
5 'CTCAGG ATRGTCAC ATGG S C3 ' (SEQ ID NO 29 8 ) 
5 TCTC AGG ATRGTC ACATGG8C3 ' (SEQ ID NO 299) 
5 "TTCTC AGGATRGTC AC ATGGSC3 ' (SEQ ID NO 300) 
5 'RTTCTC AGG ATRGTCAC ATGGSC3 ' (SEQ ID NO 301) 
5 'CRTTCTCAGGATRGTCACATGGSC3 ' (SEQ ID NO 302) 
S 'CCRTTCTCAGG ATRGTCACATGGSC3 * (SEQ ID NO 303) 
S 'GCGCTGTTGG AGTGTCGCAA3 ' (SEQ ID NO 78) 
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r C C CCCTGTTflfirtfiTHr™ ?r * » t Tn » Tn 7<y> 
I'CCC CCCTGTTnn^^iT r " r ^ rr ' A ^' ror 0 T ™ n * m 
jTCCCCO C TGTTmi A ^ lT Y 7 Trr - r * * r T rn Tn M O 

;\iTCCCCGCTnTTfi^^ TrTrr - r * " r rrrn in NO ™ 

l*CATGGGC G CTGTTfifiA^ i T r ' Tr ' rr "* r rcrn m ™° ™ 
S?SCAAGAGAGAWCAAAGTGT3' (SEQ IP MO 301) 

5'Life i UAAGAOAoA W iici/ mmjiux-i v»">c ' 

5TGTCSCAAGAGAGAWRCAA AGTGT3' (SEQ IP 1 > 10 308) 
rCTCT CCCA^GA fiAn . V i 1 ^ * * « rrrrv (WO IP MO 309) 

5. (Currently Amended) The method according to claim 1 wherein the 
amplification of exon 2 is carried out using the following a forward primer 
bcluotcd from the group consicting of: 
for I ILA A : SAPBio: B-TTCTCCCCAGACGCCGAGGATGGCC (SEQ IP NO 

144); <hf 

L i IILA D: IDPi ii t P ^n,r.r^rrr n rem nmcCAO (SEQ T P M O T H) ; 
fu IILA C: 5CTTT1 " * ^ ' rrrrrrrncCCCGCCA (SEP IP MO 116). 



6. (Cancelled) 

7. (Currently Amended) The method according to claim lwherein: 

- the amplification of exon 2 is carried out with the following primer set: wing-a* 
loaot one primu oot selcotcd from the group oonaiating of- 
fer IILA A: SAPbio (B-TTCTCCCCAGACGCCGAGGATGGCC; 
SEQ IP NO 144) and 3ex2Apbio (B-ATCTCGGACCCGGAGACTGT; SEQ 
IP NO 1>, 
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for HLA B: IBPinl (B GGGAGGAGCGAGGGGACCSCAG; SEQ ID NO 
1 15) and IB3Pin2bio (B AACCCGCGGGGATTTTGGCCTC; SEQ ID MO 

JAQV 

for HLA C: 5CIN1 (B AGCGAGGGGCCCGCX3CGGCGA; SEQ ID NO 146) 
and IC3Pin2bio (B GGTCGAGGGTCTGGGCGGGTT; SEQ ID NO 127); 
- the amplification of exon 3 is carried out with the following primer set: using at 
I oast on e primer set o e iwwu from the group co nsisting of: 

or HLA A:5 ex3APbio (B-CAGTTTAGGCCAAAAATCCCCC; SEQ ID NO 
104) and 3ex3APbio (B-CCCTCCTTGTGGGAGGCCAG; SEQ ID NO 156); 
for HLA B:IBSPin 2bio (B CGCGTTTACCCGGTTTCATTTTCA G¥FQf 
SEQ ID NO 221) and IB3Pin3bio (B TCTTCTCGTKGGAGSCCATCCCC; 
SEQ ID NO 231); 

for HLA C.lC5Pin2bio (B TCGRCCGGRGAGAGCCCCAGT; SEQ ID NO 
139) and 3CIN3 (B GOAGATGGGGAAGGCTCCCCACT; SEQ ID NO 119); 

turn 

— the amplification of e xon A is oarriod out using at leaat one primer got s e lect e d 
from tho group consisting of: 

for IILA A:5ox4APbio (B GTTCTGTGCTCYCTTCCCCAT; SEQ ID 
NO205) and 3 e x4 APbio (B TTGGGCAGACCCTCATGCTGC ; SEQ ID NO 

111V 

" * */> 

for HLA B:ScKlIBbio (B TCACATGGGTGGTCCTAGG; SEQ ID NO 267) 
and 3ox1IBbio (B TCGGCAGCCCCTCATGCTGT; SEQ ID NO 312); 
for HLA C:5ox4ICbio (B TCTCAGGATRGTCACATGGSC; SEQ ID NO 
299) and 3o)c1ICbio (B CATCTCAGGGTGMRGGGCTT; SEQ ID NO 313). 

8-9. (Cancelled) 

1 0. (Currently Amended) A reverse primer for use in the locus-specific amplification 
of exon 2 3 of HLA-A, HLA B or HLA C alleles comprising a nucleotide sequence 
which hybridizes to a locus-specific target sequence in intron 2 3 of the allelesr . wherein 
the locus-specific target sequence is situated at: 
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position 32. SO. 62. 73. 83. 86. 118. 130- ISO. 501. 525. 561 or 571 o f the HLA-A 
intron 3 sequence as defined bv SEP ID NO 444. and wherein said position 
constitute the 3* end of the primer. 

11-21. (Cancelled) 

22. (Currently Amended) The method for typing or subtvping HLA-A alleles 
comprising the amplification method a ccording to claim 1 further comprising tho step of 
typing or oubtyping tho allele . 

23. (Cancelled) 

24. (Currently Amended) A diagnostic kit or a line prob e assay for the typing or 
subtyping of one or mor e HLA-A , HLA B or HLA-C alleles in a sample comprising a 
primer mix according to claim 27 comprising a primer sot according to claim 13 . 

25. (Cancelled) 

26. (New) A primer for use in the locus-specific amplification of exon 2 or exon 3 of 
HLA-A alleles comprising a nucleotide sequence which hybridizes to a locus-specific 
target sequence in intron 2 of the alleles, wherein the locus-specific target sequence is 
situated at: 

position67 s 96, 109, 110, 118, 123, 131 or 181 of the HLA-A intron 2 sequence as 
defined by SEQ ID NO 315, and wherein said position constitute the 3* end of the primer. 

27. (New) A primer mix for use in the amplification of exon 2 and 3 of HLA-A alleles 
comprising a reverse primer specifically hybridizing to a locus-specific target sequence in 
intron 2 of HLA-A and a forward primer specifically hybridizing to a locus-specific 
target sequence in intron 2 of HLA-A or a reverse primer specifically hybridizing to a 
locus-specific target sequence in intron 3 of HLA-A, wherein the locus-specific target 
sequence is situated at: 
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position 67, 96, 109, 1 10, 118, 123, 131 or 181 of the HLA-A intron 2 sequence as 
defined by SEQ ID NO 315, and position 32, 50, 62, 73, 83, 86, 118, 130, 150, 501,525, 
561 or 571 of the HLA-A intron 3 sequence as defined by SEQ ID NO 444, and wherein 
said position constitute the 3' end of the primer. 

28. (New) A method for amplifying exon 2, exon 3 and exon 4 of HLA-A alleles 
separately in one reaction, comprising 

(a) hybridizing a forward or reverse primer to a locus-specific target sequence within 
an intron of the allele, wherein: 

- for the amplification of exon 2, the reverse primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of HLA-A, 

• for the amplification of exon 3, the forward primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of HLA-A, and/or the reverse 
primer specifically hybridizes to a locus-specific target sequence in intron 3 
of HLA-A, 

- for the amplification of exon 4, the forward primer specifically hybridizes to 
a locus-specific target sequence in intron 3 of HLA-A, 

(b) amplifying exon 2, exon 3 and exon 4 under conditions suitable to obtain an 
amplified product. 

29. (New) A method according to claim 28 further characterized in that the locus-specific 
target sequence is situated at position 67, 96, 109, 110, 1 18, 123, 131 or 181 of the HLA- 
A intron 2 sequence as defined by SEQ ID NO 315 and/or position 32, 50, 62, 73, 83, 86, 
118, 130, 150, 501, 525, 561 or 571 of the HLA-A intron 3 sequence as defined by SEQ 
ID NO 444. 

30. (New) The method according to claim 28 wherein said position constitute the 3' end 
of the primer that is used for the amplification. 

31. (New) The method according to claim 28 wherein the primer is selected from the 
group consisting of: 
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- for the amplification of exon 2 of HLA-A: SEQ ID NO 1-23 and SEQ ID NO 
30-53, 

- for the amplification of exon 3 of HLA-A: SEQ ID NO 54-77, SEQ ID NO 
84-107, SEQ ID NO 150-203 

- for the amplification of exon 4 of HLA-A: SEQ ID NO 204-209, SEQ ID NO 
24-29, SEQ ID NO210-22L 

32. (New) The method according to claim 28 wherein: 

- the amplification of exon 2 is carried out with the following primers sets: 

5APbio (B-TTCTCCCCAGACGCCGAGGATGGCC; SEQ ID NO 144) and 
3ex2Apbio (B-ATCTCGGACCCGGAGACTGT; SEQ ID NO 1), 

- the amplification of exon 3 is carried out with the following primer sets: 

5ex3APbio (B-CAGTTTAGGCCAAAAATCCCCC; SEQ ID NO 104) and 
3APBio (B-CCGTGCGCTGCAGCGTCTCCTTCCCG; SEQ ID NO 147), 

- the amplification of exon 4 is carried out with the following primer sets: 

5ex4APbio (B-GTTCTGTGCTCYCTTCCCCAT; SEQ ID NO 205) and 
3ex4APbio (B-TTGGGCAGACCCTCATGCTGC ; SEQ ID NO 311). 

33. (New) The method according to claim 28 wherein exon 2, exon 3 and exon 4 of 
HLA-A are amplified by use of a multiplex primer mix containing at least one primer 
pair for the amplification of exon 2, at least one primer pair for the amplification of exon 
3 and at least one primer pair for the amplification of exon 4. 

34. (New) A forward primer for use in the amplification of exon 4 of HLA-A alleles 
comprising a nucleotide sequence which hybridizes to a locus-specific target sequence in 
intron 3 of the alleles, said target sequence being situated at position 32, 50, 62, 73, 83, 
86, 1 18, 130, ISO, 501, 525, 561 or 571 of the HLA-A intron 3 sequence as defined by 
SEQ ID NO 444. 

35. (New) A primer mix comprising a primer set for the amplification of exon 2 of HLA- 
A whereby the reverse primer specifically hybridizes to a locus-specific target sequence 
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in intron 2 of HLA-A, a primer set for the amplification of exon 3 of HLA-A whereby the 
forward primer specifically hybridizes to a locus-specific target sequence in intron 2 of 
HLA-A or whereby the reverse primer specifically hybridizes to a locus-specific target 
sequence in intron 3 of HLA-A, and a primer set for the amplification of exon 4 of HLA- 
A whereby the forward primer specifically hybridizes to a locus-specific target sequence 
in intron 3 of HLA-A. 

36. (New) A method for typing or subtyping HLA-A alleles comprising the amplification 
method according to claim 28. 

37. (New) A diagnostic kit for the typing or subtyping of HLA-A alleles in a sample 
comprising a primer according to claim 34. 

38. (New) A diagnostic kit for the typing or subtyping of HLA-A alleles in a sample 
comprising a primer mix according to claim 35. 
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